Little is known about the global structure of honey and the arrangement of its main macromolecules. We hypothesized that the conditions in ripened honeys resemble macromolecular crowding in the cell and affect the concentration, reactivity, and conformation of honey macromolecules. Combined results from UV spectroscopy, DLS and SEM showed that the concentration of macromolecules was a determining factor in honey structure. The UV spectral scans in 200-400 nm visualized and allowed quantification of UV-absorbing compounds in the following order: dark > medium > light honeys (p < 0.0001). The high concentration of macromolecules promoted their self-assembly to micron-size superstructures, visible in SEM as two-phase system consisting of dense globules distributed in sugar solution. These particles showed increased conformational stability upon dilution. At the threshold concentration, the system underwent phase transition with concomitant fragmentation of large micron-size particles to nanoparticles in hierarchical order. Honey two-phase conformation was an essential requirement for antibacterial activity and hydrogen peroxide production. These activities disappeared beyond the phase transition point. The realization that active macromolecules of honey are arranged into compact, stable multicomponent assemblies with colloidal properties reframes our view on global structure of honey and emerges as a key property to be considered in investigating its biological activity.
responsible for enhancing attractive forces between molecules by decreasing the dissociation rates and molecular mobility [6] [7] [8] . With reference to honey, its compositional analysis revealed that high molecular weight components such as proteins, multi-subunits enzymes, polyphenols, polymerized Maillard reaction products, comprise only a percentage of total mass. However, from the perspective of macromolecular crowding, we hypothesized that the effective concentration of these macromolecules would increase dramatically in the presence of crowding molecules, due to excluded volume effect. Enhanced association reaction between proteins induced by crowding has been observed in the presence of artificial crowders such as BSA 9 or dextran, Ficoll and PEG 10 that was used to mimic the intracellular environment. In contrast, we considered a supersaturated concentration of fructose and glucose as crowding molecules that confine and immobilize honey macromolecules, enforcing their intermolecular interactions and the formation of larger structures. These events would explain our previous data on the formation of melanoidins 11 and high molecular protein-polyphenol complexes in honeys 12 . It is our prediction, that upon honey dilution, the physical forces underlying the intermolecular interactions (polar, hydrogen-bond and hydrophobic interactions) will be changed due to a destabilizing effect of water molecules and the reduced sugar concentration. Thus, the main aim of this study was to analyze whether macromolecular crowding in ripened honeys affects honey conformation differently than in dilute, aqueous solution and whether these conformational changes have a relevance to honey antibacterial activity and hydrogen peroxide production.
We also explored whether the method of UV spectral profiling would capture the most effective/descriptive features of honey structural changes in response to dilution.
Results

Macromolecular crowding conditions in honey.
The supersaturated concentration of sugars in honey creates conditions resembling macromolecular crowding in the cell. The high concentration of fructose and glucose in honey reduces water available for other molecules, leading to increased concentration of solutes. Therefore, we measured water activity (aw), total sugar concentration in °Brix, moisture content and specific gravity (SG) as physical parameters that could define molecular crowding in honey (Table 1 ). There were no significant differences between tested honeys with regards to these parameters (Table 1) . Water activity ranged between 0.535 and 0.608 with the average of 0.5762 ± 0.005, Brix values ranged from 79.9 to 84.2 with the average of 81.85 ± 0.29, moisture content ranged from 14.4 to 20.2 with the average of 16.69 ± 0.31. The high content of sugars and relatively low water activity indicate that most of water was bound to sugars. Since the total sugar concentrations, measured in °Brix was similar, the conformational constraints that sugars exert on macromolecules were essentially of the same magnitude in all tested honeys. It is therefore assumed that a variable influencing honey global structure would relate mainly to the concentration of macromolecules in different honeys. UV spectral profiling is a rapid method to differentiate between honeys. UV spectral profiling was applied to quantify honey's compounds such as proteins, polyphenols and Maillard reaction products. Proteins, peptides and free amino acids have absorbance maxima in the 200-230 nm and 250-290 nm range, which overlap with the absorption of hydroxybenzoate and hydrocinnamate class of phenolic acids that absorb in the 200 to 290 nm and at 270 to 360 nm ranges, respectively [13] [14] [15] . The early stage Maillard reaction products show a broad absorption range from 220 nm to 350 nm 16 . The oligo-and polysaccharides have absorbance maxima at 230 nm, while honey monosaccharides, glucose and fructose, absorb UV light at 180 to 200 nm and contribute little to the UV profiles.
Honey Source Water activity (aw) Refractive index Moisture (%) Brix Specific gravity (SG)
Initially, we used UV spectral profiling for a sole purpose to distinguish honey varieties based on how strongly they absorb UV light in 200-400 nm range. Overlay of collected absorption scans of different honeys provided a rapid, visual display of the significant differences in the total concentration of UV absorbing compounds between light, medium and dark honeys (Fig. 1A) . Each honey color group gave rise to a characteristic UV spectral shape and magnitude. Due to high concentration of UV absorbing compounds, UV spectra of medium and dark honeys appeared as a complex, elaborate, poorly resolved absorption curve of overlapping peaks. The most characteristic feature of the elaborate spectral profile in these honeys was the presence of double absorption peaks at 240-250 nm wavelengths. In contrast, light-color honeys, such as blueberry or clover produced mostly two-peak UV spectra demonstrating much fewer number of UV absorbing compounds (Fig. 1A) . Although the nature of organic molecules responsible for 240-250 nm peaks remains unclear, the concentration of compounds with large conjugated systems of double bonds such as polyphenols might influence peak wavelengths and absorption intensities in these regions 14 . The large conjugated systems also absorb visible light and appear as a color. The color of medium and dark honeys (measured at A560 nm) supports the presence at increased levels of the compounds with the large conjugated system in these honeys as compared to light honeys.
UV spectral profiles depend on the concentration of UV absorbing compounds and predict honeys conformational stability upon dilution. The interpretation of UV spectra of honeys posed a challenge because of the high concentration of UV absorbing compounds. To reduce spectrum complexity and absorbance intensity, UV spectroscopy was preceded by diluting honey samples from 2-fold to 64-fold with Mili-Q water. Overlay of UV spectra of medium and dark honeys, taken at consecutive two-fold dilutions, showed a strikingly slow reduction of UV absorbance up to 16-fold dilution and also a slow reduction in complexity of the spectral profiles (Fig. 1B) . In contrast, the intensity of UV spectra of light honeys was sensitive to water dilution and showed a gradual decrease over the entire dilution range (Fig. 1B) . Thus, high concentrations of UV absorbing compounds in medium and dark honeys provided increased conformational stability against dilution with water.
Changes in UV spectral profiles upon honey dilutions deviate from linearity in medium and dark honeys. The inability to reduce UV absorbance of honeys by dilution with water to the manageable level below A=2.0 AU under our experimental conditions suggested that the observed high absorptivity was most likely caused by light scattering. The obtained spectra were therefore the extinction spectra representing both absorption and light scattering. To carry out investigation on conformational stability of honeys upon dilution, we needed a method to estimate the concentration of UV absorbing compounds in each honey. There are no easy techniques to separate absorbance from light scattering without sample processing. To our advantage, the observed changes in the extinction spectrum between different honeys upon dilution indicated that absorption and light scattering were intrinsic property of each honey and were changing in synergistic way ( Table 2 , Fig. 1C ). Therefore, we quantified UV absorbing compounds by measuring the integrated area under the curve (AUC) of scanned honey samples collected at two-fold dilutions using the SWIFT II waves can software (Ultrospec 3100 Pro UV/Vis scanning spectrophotometer), knowing that the AUC represents both absorbance and light scattering. The total concentration of UV absorbing compounds, expressed as the value of AUC (200 nm-400 nm) and AUC 240-250 nm were plotted as a function of honey dilution ( Table 2) .
We found that the obtained values of AUC 200-400 nm and AUC 240-250 differ significantly among light, medium and dark honeys (ANOVA, p < 0.0001) (Fig. 1C and Table 2 ). Tukey-Kramer Multiple Comparisons post hoc test confirmed that light honeys contained significantly lower concentrations of UV absorbing compounds compared to that of medium-color and dark-color honeys (p < 0.001) while medium group contained lower concentrations of UV absorbing compounds that that of dark honeys (p < 0.001) (Fig. 1C) .
Next, we found that the rate of decrease in AUCs as function of dilution was non-linear in medium and dark honeys from 2-to 8-fold and 2-to 16-fold dilution, respectively.
Similarly, the rate of decrease in AUC 240-250 nm in medium and dark honeys was significantly slower and non-linear over 2-to 8-fold dilution range. In contrast, the rate of decrease in AUCs absorbing of light honeys was approximately linear with each dilution (Fig. 1C ).
Honey exists in two conformational states and undergoes a concentration-dependent phase transition. The non-linear decrease in absorbance of medium and dark honeys upon dilution was observed Table 2 . Honey color and concentration of UV absorbing compounds, measured as AUC 200-400 nm and AUC 240-250 nm, versus honey dilution.
Scientific REPORTS | 7: 7637 | DOI:10.1038/s41598-017-08072-0 up to 8-fold and 16-fold for medium and dark honeys, respectively. After this point of dilution, the AUC 240-250 nm decreased abruptly and became linear with further dilution (Fig. 1C ). This transition point changed the shape of UV spectra from elaborate to two-peak spectral profiles, similar to that of light honeys ( Fig. 1A and B, Table 2 ). We found that the value of AUC 240-250 nm higher than ≥40 mAU represented the threshold concentration needed to preserve the stable honey conformation, reflected by the elaborate UV spectra (Fig. 1C) . The point of dilution that caused an abrupt decrease of the AUC 240-250 nm below ≤40 mAU value was referred to as the phase transition point.
The phase transition point separated two qualitatively different conformational states of honey: one, stable, water-resistant conformation that was induced by the high concentration of UV absorbing compounds, and another one, unstable, water-sensitive conformation that resulted from the low concentration of UV absorbing compounds in dilute solutions.
Dynamic light scattering revealed a dynamic self-assembly and disassembly of honey macromolecules. UV spectra of medium and dark honeys showed very high absorptivity suggesting that a part of it is caused by light scattering. We therefore employed dynamic light scattering to analyze the size distribution profiles of macromolecular particles in three color groups; in medium (H207) and dark honeys (H220) that are characterized by high AUC values and light honey (212) of low AUC values (Table 2 ). Since insoluble particles and large aggregates preclude accurate DLS measurements, honeys were purified through a set of filtration steps (Materials and Methods) and then serially, two-fold diluted with Mili-Q water. Each honey dilution was subjected to DLS.
By overlaying graphs for dark, medium and light honeys, we obtained a complete view of particle size distribution (PSD) by intensity as a function of honey dilution ( Fig. 2A) . The range of intensity contributions from particles of similar diameters allowed their separation into five peaks. The particle populations in peaks 1, 2 and 5 differed significantly in a mean particle size, (p < 0.0001) ( Fig. 2A) . No significant difference was found, however, in the mean size diameter between peaks 3 and 4 (541.37 ± 73.13 nm and 259.85 ± 35.13 nm, respectively) (Fig. 2) . These particle populations were common for all three honeys.
In fact, the individual graphs for the intensity-based PSD in dark, medium and light honeys suggested that honey dilutions led to the fragmentation of the honey micron-size superstructures into smaller particles in a quite orderly manner (Fig. 2B,C and D) . Only in dark honey, H220, that had the highest concentration of UV absorbing compounds, the PSD was bimodal with the mean particle size of 5179.5 ± 379.5nm and 1308.6 ± 135.07 nm (peak 1 and 2 at 2-fold dilution) with intensity contribution of 13.2% and 15.3%, respectively (Fig. 2D) . The peak intensity at 5179 nm decreased markedly in medium honey H207 and light honey H212 to 2.6% and 3.5%, respectively ( Fig. 2B and C) and shifted heavily toward the particle size of 1718 nm in honey H207 and 1990 and 1718 nm in honey H212 with intensity 21.5% and 11.4%, respectively ( Fig. 2B and C) . Furthermore, diluting honey 4-fold led to degradation of micron size particles to nanoparticles of similar sizes (H207 and H212) with similar intensities of 10%. At this dilution honey H220 still retained the large particles of 5179 nm size as well as the fragments of 615nm of the same intensity of 6.5% (Fig. 2D) . From that point of dilution, each subsequent two-fold dilution further reduced honey particle size (Fig. 2) . Thus, honey dilution led to dissociation/degradation of large, micronsize particles to smaller size particles.
When the mean effective diameters of the particles (Z-average) were measured as a function of honey dilution, the size of particles of buckwheat honey H220 have significantly larger diameters at 2-fold dilution than that of medium (H207) and light (H212) honeys with lower concentrations of UV absorbing compounds (Fig. 3) . With further dilution, the rate of decrease in the effective diameter of particles became essentially superimposable, showing that molecular crowding is needed for the formation of macromolecular superstructures (Fig. 3) . These results indicate that the size of honey particles depends on both, the high concentration of crowding molecules and the high concentration of macromolecules. High concentration of crowding sugars exerted the pressure on macromolecules to bring them closer together by reducing the available water, while the concentration of macromolecules was required to build micron-size, stable particles. Figure 4 shows SEM images of particle sizes formed in light, medium and dark honeys. The picture shows a two-phase system, formed under macromolecular crowding consisting of dense, spheroidal structures of varying sizes that are confined into spatially distinct areas in sugar solution.
SEM images support two-phase honey conformation.
The higher-power image of the spherical structure showed that its components interact with the surrounding milieu.
Two-piece linear function model allows prediction of a phase transition point. To predict the phase transition point, we considered the following function that provided a good empirical fit to our UV spectroscopy data,
where y represents AUC 240-250 nm (area under the absorption spectrum curve for UV light lengths 240-250 nm), x represents dilution index, and a, b, c, d are parameters to be fitted. This is a piecewise-linear function, with a different straight line segment for x < c, and a different one for x ≥ c, as shown in Fig. 5 . Note that this function is everywhere continuous, including the point x = c. The meaning of parameters is as follows: a is the slope of the first linear segment, b is the difference of slopes between the first and the second segment, c is the transition point between segments, and d is the intercept at x = 0. Note that when b = 0, the function reduces to a single straight line, and c becomes irrelevant in this case.
When the function given in eq. (1) was fit to experimental data by the method of least squares, using gnuplot program (www.gnuplot.info), it becomes clear that the most important parameter is c. If we can find c with high confidence, it means that the data indeed is well described by two-segment piecewise linear function. If, on the other hand, the fitting program has problems with finding c and reports very large uncertainty of c, this means that the eq. (1) is not a good model for the data.
We fitted eq.
(1) to all 24 data sets (8 light honeys, 8 medium ones, and 8 dark ones). For dark honeys, the fit is very good, with values of c as shown in Table 3 . The transition point in dilution is 2 C , and this yields the values presented in Table 3 , rounded to one digit after decimal point, for dark and medium honeys.
One can clearly see that the uncertainty in determining c reported by gnuplot is generally low, below 10%, with the exception of honey H125. For H220, the uncertainty is not given as gnuplot encountered singularity (cause to be determined). All phase transition points for dark honeys happens for dilutions between 8x to 32x and are in very good agreement with experimentally obtained phase transition points for these honeys (Table 3) .
For medium honeys, the predicted phase transition point value c has higher uncertainty level, above 10%, clearly larger than in the case of dark honey. All phase transitions for medium honeys happened for dilutions Figure 3 . The change in a mean hydrodynamic diameter (Z-average) for dark, buckwheat honey (H220), medium-color canola/willow mixed honey (H207) and light, wildflower honey (H212) as a function of dilution. between 4x and 16x, earlier than for dark honeys. Again, these data point agreed with that obtained experimentally (Table 3) .
For light honeys, in almost all cases gnuplot reported huge and meaningless uncertainties in c. This is a sign that the fitting algorithm was not able to find a good fit, and, consequently, it means that eq. (1) is not a good model for the data for light honeys. The sole exception is H210, for which we obtained c = 2 ± 1.314 (65.68%). Figure 6 (bottom graph) shows a typical plot for the light honey, with failure of the fit clearly visible.
These results indicate that two-segment piecewise linear function is a good empirical model to explain the conformational changes in honey upon dilutions with respect to the concentration of UV absorbing compounds. The mathematical model supports the existence of two conformational states of honeys; one for honey with the high concentration of UV absorbing compounds and another under dilute solution conditions. The model predicts a phase transition point that separates these two conformations. The model failed to produce the phase transition point for light honeys indicating that their conformation is that of a dilute state conformation.
Honey antibacterial activity depends on honey stable conformation and the phase transition point correlates with the MIC. We asked the question how the honey conformational changes affect its antibacterial activity. To examine this relationship, light, medium and dark honeys displaying the low to high values of AUC at the 200-400 nm and 240-250 nm were screened for their antibacterial activity against Gram-negative E. coli and B. subtilis using broth microdilution assay in the 96-well microplates ( Table 4 ). The serial, two-fold dilution of honeys (from 2-fold to 64-fold dilution range) in this assay allowed determination of the Minimum Inhibitory Concentration (MIC) at which 90% of bacterial growth was inhibited.
Medium and dark color honeys containing high concentrations of UV absorbing compounds showed the highest antibacterial activity, with the MIC of 12.5 % to 6.25 % v/w corresponding to 8-fold and 16-fold dilution, respectively ( Fig. 7B and Table 4 ). The light honeys with low to moderate AUCs values were much less active with the MIC ranging from 50% to 12.5% v/w corresponding to 2x to 8x dilution ( Fig. 7B and Table 4 ).
It became apparent that the difference in the concentration of UV absorbing compounds between medium/ dark honeys versus light honeys was a significant factor influencing antibacterial activity; t Next, we examine the relationship between honey conformation and its growth inhibitory activity taking the AUC value at 240-250 nm ≥40 mAU as the phase transition point. As shown above by DLS, SEM and mathematical model, the phase transition point separated two-phase system under macromolecular crowding from one-phase system under dilute solution conditions. Comparison of AUC 240-250 nm values of honeys with their MIC 90 against E. coli revealed that all honeys with the concentrations of UV absorbing compounds above the phase transition point dilution (>40 mAU) inhibited growth of E. coli at 90%. The decrease of AUC values below Table 3 . A comparison between the theoretical and experimental value of the phase transition point.
40 mAU resulted in a rapid loss of antibacterial activity ( Fig. 6 ). There was a significant correlation between honeys MIC 90 against E. coli and B. subtilis and the phase transition point dilution; R = 0.5979, p < 0.0016 and R = 0.5132, p < 0.0246, respectively. These results reveal a surprising and previously unknown fact that honey conformation under molecular crowding (AUC >40 mAU) was required in order to prevent bacterial growth.
The active generation of hydrogen peroxide correlates with honey conformation under macromolecular crowding conditions and it ends at a phase transition point. Majority of North
American and European honeys produce hydrogen peroxide as a by-product of glucose oxidation by glucose oxidase [17] [18] [19] . The levels of hydrogen peroxide parallel the antibacterial activity of honey and therefore H 2 O 2 is considered a predictive biomarker of its antibacterial activity 19, 20 . To examine the relationship between honey conformation and hydrogen peroxide generation, we employed the sensitive AmplexRed method. In this method, honey H 2 O 2 reacts stoichiometrically with 10-acetyl-3,7-dihydroxyphenoxazine (AmplexRed), oxidizing it into highly fluorescent resorufin in the HRP-catalyzed reaction. We quantified hydrogen peroxide generation at each dilution ranging from 4-fold to 32-fold in light, medium and dark honeys.
In medium and dark honeys, characterized by the high concentration of UV absorbing compounds (H77, H76 or H220, Fig. 7C, Table 5 ), the H 2 O 2 levels increased with dilution, reaching the peak at 8-fold and 16-fold dilutions (corresponding to honey concentration of 12.5% and 6.25% v/w), respectively. After that, H 2 O 2 levels sharply decreased (Fig. 7C) . In contrast, in light honeys, a decrease in H 2 O 2 production was observed throughout the entire dilution process (Fig. 7C) .
A decrease in the production of H 2 O 2 coincided with the phase transition point in medium and dark honeys. This observation was supported by the extremely significant quantitative difference in the H 2 O 2 production before and after passing the phase transition point: R = 0.7124, p < 0.0009 (n = 18) ( Table 5 ). As in the case of antibacterial activity, honey conformation was the major factor underlying the H 2 O 2 production. Honey two-phase conformation induced by macromolecular crowding supported hydrogen peroxide production, while honey conformation under dilute solution state (AUC 240-250 < 40mAU) did not (Table 5 , Fig. 7C ). Together, bacterial growth inhibition by honey and hydrogen peroxide production occurred only under molecular crowding conditions. Molecular crowding supported and maintained honey chemical reactivity demonstrating a direct link between honey global structure and its function.
Discussion
Using an approach that combined UV spectral profiling, dynamic light scattering, SEM and mathematical model, we provided a novel view on global honey structure, its conformational phase transition with dilution and the effects of these structural changes on the antibacterial activity and hydrogen peroxide production.
Our hypothesis was that molecular crowding is decisive factor underlying global honey architecture and honey chemical reactivity against bacteria. Here, we present our most important findings that strongly relate to this new concept.
One of the key factors in determining honey structure was the concentration of honey macromolecules. This finding came from both UV spectroscopy and dynamic light scattering. UV spectroscopy provided a fast, qualitative and quantitative account on levels of UV absorbing compounds in different honeys based on the shape and absorbance intensity of UV spectra obtained from scans in the 200-400 nm range.
We quantified the UV absorbing compounds measuring the area under the curve (AUC) of UV spectral scans, knowing that the absorbance intensity was the sum of the absorbance and light scattering. We found that the concentration of UV absorbing compounds was the highest in dark > medium > light honeys and the differences among these groups were significant (p < 0.0001).
The concentration of UV absorbing compounds had a major impact on conformational stability of medium and dark honeys upon dilution. This could be explained by excluded volume effect. Higher concentrations of macromolecules exert larger excluded volume effect which in turn promotes stronger intermolecular interactions and formation of higher-order structures 4, 21, 22 . The formation of higher-order structures was supported by our results from dynamic light scattering and SEM. DLS results demonstrated that honey consisted of particles ranging from nano-size primary particles of 55 ± 5.2 nm to large, micron-size assemblies of 5.18 ± 0.38 μm. However, the percentage of micron-size particles was much higher in medium and dark honeys (35%) than in light honeys (5.6%) suggesting that the high concentration of macromolecules facilitated their self-assembly into large, super Table 4 . Relationship between honey antibacterial activity, AUC (240 nm-250 nm) and the phase transition point: Comparison of the AUC values at the corresponding honey dilution before and after the loss of the 240-250 nm peak.
particles. SEM images gave a clear picture of large, dense, compact, spheroidal particles which were spatially distributed in sugar solution.
Our results are in good agreement with the theoretical and experimental data on the relationship between macromolecular concentration, excluded volume and intermolecular binding 4, 25 . In these studies, the non-ideal behavior of proteins under macromolecular crowding conditions was explained by a shift of the thermodynamic equilibrium of a macromolecular association reaction over dissociation rates in order to minimize the total free energy 4, [23] [24] [25] [26] . Therefore, equilibrium theory 26 predicted the formation of compact conformations via specific and nonspecific macromolecular associations and formation of oligomeric forms and aggregates, thereby supporting our results.
Our study indicated that the size and compactness of particles increased conformational stability against dilution. More water was required to weaken the association forces that kept the structure in compact form, to "unpack" them first and then to drive their dissolution. This increased resistance to water has been seen in our UV spectral profiling as a nonlinear decrease of the AUC values with the consecutive two-fold dilutions of medium and dark honeys, up to 16-fold dilution.
In contrast, destabilization of conformation occurred rapidly in light honeys. In light honeys, the low concentration of macromolecules resulted in formation of smaller size particles, with the average diameter ranging from 541.37 ± 73.13 nm and 259.85 ± 35.13 nm. The conformational integrity of small particles was readily compromised by dilution. In UV spectral profiling, it was seen as a linear decrease of the AUC values with the consecutive two-fold dilutions. Thus, the concentration of macromolecules was a crucial factor determining the size, compactness and stability of particles.
Dilution of honeys with water reduced the concentrations of crowding molecules and this in turn changed the properties of the solvent that allow unpacking and dissociating of large superstructures into smaller size particles. At the threshold concentration of molecular crowders, the conformational equilibrium was abruptly destabilized and the phase transition ensued. UV spectroscopy showed that the phase transition point had a measurable value of AUC 240-250 nm >40 mAU. Above the threshold concentration, a stable conformation was reflected by the elaborate UV spectra of high absorbance intensity that was likely caused by the high percentage of the large particles that both absorb and scatter the light as shown by DLS. Below the phase transition point (AUC 240-250 nm values < 40 mAU), UV spectra of medium and dark honeys changed to simple, two-peak absorbance profiles. DLS results showed that dissociation of large, micro-size particles to smaller ones increased polydispersity index indicating the increase in the heterogeneity of particle sizes. DLS also showed that the particle fragmentation occurred in a quite orderly manner suggesting that the larger particles were formed from subunits that could self-assemble or disassemble. These results indicate that particle size is reversible depending on solvent conditions and macromolecule concentrations.
The phase transition point was a critical factor that separated two-phase system under macromolecular crowding, consisting of large, micron-size particles distributed in the highly concentrated sugar solution from one-phase system consisting of nano-size particles under dilute solution conditions. There was a direct link between honey global structure and its function. We observed that bacterial growth inhibition by honey and hydrogen peroxide production occurred only under molecular crowding conditions. Thus, molecular crowding supported and maintained honey chemical reactivity only if the concentration of macromolecules and crowding molecules, fructose and glucose was high enough to enforce reactants interactions.
Literature provides numerous examples of the increased enzymatic activity in several in vitro systems [24] [25] [26] . For example, it has been found and now commonly used in the laboratory that catalytic activity of T4 DNA ligase in blunt-end ligation is markedly enhanced in the presence of crowding molecules such as Ficoll, PEG 6000 and BSA 27, 28 . Molecular crowding has been shown to substantially increase the hydrolysis of DNA by the endonucleases DNase I and S1 nuclease in the presence of polyethylene glycol (PEG) 29 . Somalinga and Roy 30 showed that that crowding had a substantial effect on shift of equilibrium between protease-catalyzed peptide bond hydrolysis and its synthesis in reverse proteolysis if the difference between the volume excluded by the ligated product and the reactants was significantly large.
The picture that is gradually unfolding from our results is that honey is a colloidal system in which particles possess properties such as UV absorption and light scattering, and ability to form nano-size to micron-size hierarchical structures. The concentration of macromolecules determined the particle size and governed the particle optical properties.
Most importantly, two-phase colloidal system was required for honey antibacterial activity and hydrogen peroxide production. For the first time, a well-defined link had been established between the global honey structure under macromolecular crowding and its biological activities, such as antibacterial activity and hydrogen peroxide production. Some indications as to chemical nature of macromolecules involved in particle formation came from our previous studies using size exclusion chromatography (SEC) and chemical characterization of peak fractions by LS/ MS-MS, MALDI-TOF, and 1 and 2D SDS-PAGE 11, 12 . The SEC high molecular fractions were of multicomponent nature containing complexes of proteins, polyphenols and oligosugars. Among identified macromolecules were proteins belonging to Major Royal Jelly family 31 and a broad range of phenolic acids and flavonoids that were involved in formation of protein-polyphenol complexes and melanoidins 32 . These macromolecules endow honey with antioxidant and antibacterial activities 31, 33, 34 . The realization that honey active macromolecules are arranged into compact, stable multimeric assemblies reframes our view on honey global structure and emerges as a key property to be considered in investigating its biological activity.
Methods
Honeys. Honeys were donated by Canadian beekeepers and included both commercial and apiary samples.
The samples included liquid and crystallized honeys and honeycomb honey from monofloral and polyfloral sources. Upon arrival to the laboratory, honeys were assigned the number and their basic physiochemical parameters were tested (Tables 1 and 2 ).
The Synergy HT multidetection microplate reader was used to measure the fluorescence formed during the reaction of honey's hydrogen peroxide with the AmplexRed reagent (10-acetyl-3,7 dihydroxyphenoxasine) . The measurements were conducted at an emission wavelength of 590 nm and an excitation wavelength of 530 nm. The standard curve constructed from the known concentration of H 2 O 2 was used to calculate the hydrogen peroxide concentrations of the honeys. Each of the honeys samples, and the standard curve were tested in triplicate.
Statistical analysis. Analyses were performed using the statistical program Graph-Pad Instat version 3.05 (GraphPad Software Inc.). Data were analysed using a one-way ANOVA with subsequent Tukey-Kramer Multiple Comparison test or an unpaired t-test. Differences between means were considered to be significant at p < 0.05.
Data availability. all data underlying the findings described in their manuscript are fully available.
